IntroductIon
The lung is an important organ of human beings. It plays an important role in respiration function. The disorder of the lung can disturb the normal respiratory physiology. Of several lung disorders, the important diseases that are considered important burdens worldwide in the present day include lung cancer and tuberculosis. Sometimes, the diagnosis of the two mentioned lung problems is difficult. To make a differential diagnosis between negative and positive lungs for either lung cancer or tuberculosis is a critical point for further proper management. For example, in case of the abnormal lung with pleural effusion, the differential diagnosis for tuberculosis from lung cancer is required. [1] In both tuberculosis and lung cancers can cause the inflammation of the lung as well as pleura. The pleural effusion can be the complication. Sometimes, the pleural effusion is sometimes difficult to differentiate diagnose. In some situations, the complex case might occur such as tuberculosis in the case with underlying malignancy. [2] Concurrent occurrence of tuberculosis and malignancy at the same lung lobe is possible, [3] and the reaction of tuberculosis during cancer treatment is also observable. [2] In the present day, the advanced novel biomedical technology allows the practitioner to assess the imprints of the pathological lungs. Lipidomics is a new biocohemioinformatics technique that can be useful limpidome imprint identification of medical disorders. [4] Here, the authors perform a comparative lipidomcis analysis for lung cancer and tuberculosis. According to the present analysis, the phosphatidylglycerol (PG) (34:1) is the specific lipidome that can help differentiate between lung cancer and tuberculosis.
metHods
This study is a biochemioinformatics study aiming at identified the specific lipidome that is useful for differentiation between lung cancer and tuberculosis. The standard comparative lipidomics analysis was done. The comparative lipidomics analysis is the comparison of available data on lipidome from the previous in vivo or in vitro lipidome, specific lipid molecule analysis, in a specific disorder.
[5] The comparison is
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Beuy Joob 1 , Viroj Wiwanitkit based on the basic mathematical technique, the set intersection principle. The set of the lidomes in each disorder was written, and the intersection was further identified and represented by Venn diagram. [6] The primary data on the specific lipidomes from the previous lipidomics study on lung cancer [7] and tuberculosis [8] were used for further analysis. In comparative analysis, the Venn diagram mathematical technique was used for detecting the overlapping or intersection between sets of specific lipidomes for lung cancer and tuberculosis. This study is a bioinformatics study based on the public available data from the databases, and there is no involvement on clinical specimen, human or animals subjects. There is no requirement of written informed consent or ethical approval.
results
According to the primary data, [7, 8] the specific lipidomes for lung cancer and tuberculosis are listed in Table 1 . There are 11 specific lipidome for lung cancer, and there are 10 specific lipidomes for tuberculosis.
According to the Venn diagram analysis, there is only one overlapping lipidome, PG (34:1). The Venn diagram is shown in Figure 1 .
dIscussIon
The molecular pathogenesis of tuberculosis is interesting. As a mycobacterial infection, the intracellular organelle pathogenesis, of tuberculosis can be identified. [9] The alteration of metabolism in tuberculosis exists and tracing the specific metabolome in tuberculosis is a useful approach in diagnosis. The alteration of lipid metabolism in tuberculosis is interesting. Regarding the lung disorder, lipopolysaccharide-induced lung inflammation is reported. [10] The identification of lipidome, lipid metabolome, is a new approach that can be used in diagnosis of lung problem. Lipid metabolism is the current focus in therapeutics for management of intracellular bacterial virulence. [11] Indeed, the liposome, the nanolipid molecule is mentioned for the usefulness in both diagnosis and treatment purposes. [12] Classically, the identification of lipidome in clinical practice requires the complex laboratory analysis technique. Nevertheless, the modern advance biochemioinformatics technology can help ease the analysis of lipidome.
Lipidomics is a new omics approach. [1] This omics technique is helpful for several applications such as biomarker finding and pathogenesis clarification. [13] Focusing on pulmonary medicine, there are some recent reports on using lipidomics for biomedical researches. The good example is the report by Eggers et al. [7] Eggers et al. use lipidomics approach to find specific lipidomes for lung cancer. [7] In a similar report, Wood et al. studied lipidome for tuberculosis. [8] The alteration of lipid metabolism in tuberculosis is confirmed. Indeed, in tuberculosis, there is a macrophage cell wall lipid change. [14, 15] Furthermore, the lipidome is also identified for the difference in drug-resistant and susceptible tuberculosis. [16] In the present report, the authors used the primary data from the previous studies to find the specific lipidome that will be useful for differential diagnosis between lung cancer and tuberculosis. According to the study, a specific lipidome is detectable. In fact, the previous standard metabolomics study how that the fatty acids is a possible metabolome that is useful for classification of pleural effusion. [17] However, the simple metabolics approach cannot identify complex liposome. The present study used the specific technique that can help the identification of specific liposome that can be used in the differential diagnosis of lung disorders.
conclusIon
According to the present analysis, the PG (34:1) is the specific lipidome that can help differentiate between lung cancer and tuberculosis.
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